


DR. BRA INSTITUTE ROTARY CANCER HOSPITAL
ALL INDIA INSTITUTE OF MEDICAL SCIENCES
ANSARI NAGAR, NEW DELHI-

150t
Ref. No.F.1/IRCH/MR/2023-2024 Dated .......... 3023

ESTIMATE CERTIFICATE
JO WHOM IT MAY CONCERN

This is 1o centify that Mr. Mayank Mehta, Age 9 years, Male, S/o Sh. Gautam Kumar Mehta,
(UHID-107028596 & IRCH No. 275884/22) is a known case of Acute Myeloid Leukemia and js
under treatment with Medical Oncology at DR. BRA IRCH, AIIMS since 04.10.2023.

The approximate cost for his treatment would be Rs. 10,00,000/- (Rupees Ten Lakhs Only).
The item-wise breakup of the expenditure is as under:-

S.No. | Name of Medicines with dosage/Consumables | Duration of | Approx. Name of
Required for treatment/operation treatmemt | Cost Procedure
i Bone Marrow transplant- Busulfan 06 month Rs. 10,00,000/- | Allogenic
-Melphalan | HSCT
- Cyclophosphamide I
Total approximate cost of the treatment Rs. 10,00,000/-

The cheque/drafi may be sent in favour of “DR. BRA IRCH, AIIMS, Ansari Nagar, New
Delhi-29 (IRCH Paticnt Treatment Account)”

(NB: This estimate certificate is valid for six months from the date of 1s5ue)
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Cliemt
(Gurugram

Pathkind Diagnostics Pl Lid
Plot No. 55-5&, Lidiyog Vihar Ph-IV, Gurugram - 122015

Processed By
Paithikind Diagnostics Pyl Ltd.
Plot No. 55-56, Udhyog Vihar Ph-V, Gurugram - 122015

Name : Mst. MAYANK MEHTA IRCH-305416 Billing Date 05/10/202319:30:17
Age 9 ¥ Sampie Collected on 05/10/2023 11:00:55
Sen ¢ Male Sample Received on 05/10/ 2023 19:16:40
P ID No. : P10001 D001 8257 Report Released on 25/10/2023 145513
Accession No  : 100023010696 Barcode No 995326627, 995126626
Referring Doctor © DR SAMEER BAKSHI
Referred By Rel no

Report Status - Final
Test Name Result Blological Ref. Interval Unit

2 Maval Dawver, Richard F. Schlenk, Nigel H. Russell & Mark . Levis. Targeting FLT3 mulations in AML: review of current knowledge and

evidence Leukemia 2019 Vol 33; 299-312

1 Alexander ) Ambinder , Mark Levis A, Polential targefing of FLT3 acute myeloid leukemia Review Haemalologica. 20217 Mar 1:106

(3)671-681

Mote: This Test has been validated and i1s performance evaluated al Pathkind Diagnostics Pvi Lid

** End of Reporl®*

) r .
H Y

Tl
- Sarjana Dutt Dr. Avijit Guha
PhiD Scientist (Molecular)

Director Maolecular Biology & Cytogenetics PhD (Molecular)

# The Tesiss marked will (i) is are not sccredited by MABL
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Client Frocessed By

Gurugrarm Pathkind Diagnostics Pyl. Lid.

Palhkind Diagnostics Pel. Lid. Plat No. 55-56, Udhyog Vikar Ph-1Y, Gunigram - 1220015

Plat Mo. 55-54, Udhyog Vihar Ph-IV, Gurugram - 122015
MNamea 1 Mst. MAYANK MEHTA IRCH-305416 Billing Date t05N0/20231%:30:17
Age 9 ¥s Sample Collectedon @ 0%110/2023 11:00:55
Sex . Male Sample Received on 050023 19:36:40
P 1D Mo. : 100071 00018251 Repart Released on © 25102023 14:55:13
Accession No  : 100023010696 Barcode Mo. o 995326627, ¥95326626
Referring Doctor @ DR SAMEER BAKSHI
Referred By : Refno.

Report Status - Final

Test Name Result Biological Ref. Interval Unit

Acute myeloid leukermias (AMLs) are a helerogenaous group of disorders characterized by the clonal expansion of myeloid blasts (eg.
undiferentiated myeloid precursors) in the peripheral blood, bone marrow, and/for other lissues, which resulls inimpaired
hematopoiesis and bone marrow Tailure

Gene alterations, along with transiocations and inversions, carry prognostic importance in AML. In addition 1o large chromosomal
rearrangemeants, molacular changes have also bean implicated in the developmeant of AML. |n fact. genetic mutations are identified in
more than 97% of cases, often in the absence of any large chramosomal abnormality. A com prehansive evaluation of several malacular
markers {eg, FLTI, NPAM), CEBPA, KIT, IDH) and IDH3 is important for risk assessment and prognostication in cerlain patients with AML and
may guide lrealmenl decisions.

1. This teslis designed to detect FLTImulalions in acule myeloid leukemia (ARMIL). FLTI mulation incidence is 20-30 percent in
cylogenelically normal AML and reprasents an imporiant diagnostic and progrostic marker

2. Up o 70 percent of FLTZmulated patients harbor internal landem duplication (ITD) mulatiens in exon 14 of the juxtamembrans
domain and 30 perceni demonstrate tyrosine kinase domain (TKD) DB35 mutations in exon 20. Aspartic acid at amino acid 835 most
oftan changes aither 1o Tyrosine (DB35Y) or Valine (DEIGV).

3. This lest is designed to detect bolh ITD and D335 mutations. The presence of FLTImulalions is associaled with a poor prognosis,
unless it occurs concurrently with an NPM mutalion

4. FLTI Positive AMLS are candidates for treatment with Midostaurin in combination with standard eytarabine and daunorubicin
induction and cylarabine consalidation

Methodology, Test Alfributes and Limitations:

Whale Blood! BM DNA was extracted using commercial Kit. The Mulation analysis was carried oul using an LDT. PCR reactions were
carriad out to amplily the region involved in |TD and D335 point mulations. The amplified product for DE35 was digestled with EcoRV and
resolved on gal electrophoresis.

Samples must be received al the laboratory under appropriate conditions within 72hrs of aspiration lo ansure preservation of high
miolecular weight DNA. PCRis a highly sensitive technique; reasons for apparantly contradictory resulls may be due o improper quality
control during sample collaction, selection ol inapprapriate specimean and/or presence of PCR inhibitors

FLT3mulations other than ITD and DB35 will not be detecled with this assay. Resulls of 1his test must always be interpreted within the
patient's clinical context and in conjunction with other relevant data and should not be used alone for a diagnosis of malignancy. A
negative resull doas not definitely exclude the possibility of an FETImutation below the detection limit of this test and does not exclude
the possibility of rare forms of FLTZmutations nol detectable by this methodology

References:

1. M Carmen Chillan, Carina Fernandez, Raman Garcia-5anz, Ana Balanzategui et al. FLT3-activating mutations are associated with
poor prognostic features in AML al diagnosis. Hematol 1. 2004 5(3):239-14.

# Thi Test/s marked with (] is are not accredited by NARL
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Client Processed By

P— Pathiind Diagnostics Pyt Lid.

Pathkind Diagnaostics Pl Lid Plot No 5556, Udhyog Vikar PhV, Gurugram - 122015

Plot No 55-56, Udhyog Vihar Ph-IV, Gurugram - 122015
Name + IMst, MAYANK MEHTA IRCH-305416 Billing Date 05/10/202319:30:17
Age ? ¥ Sample Colleciedon . 05/10/2023 11:00:55
Sex : Male Sample Recelved on 05102023 19.36:40
P 1D No. : P10001 00018251 Report Released on P 2902023 14:55:13
AccessionNo 100023010696 Barcode No. L 995326627, 995316626
Referring Doctor © DR SAMEER BAKSHI
Referred By Ref no

Report Status - Final

Test Name Result Blological Ref. Interval Unit

Howevar, only those casas with Double or Blallelic mutations (ore in each allele) show Improved prognosis
3 Screaning for CEBPA mutations offers s maans for risk stratification in AML patients with normal karyotype

Methodology. Tes! Altritutos and Limitatlons:

Whole Blood DNA was axtractod using commaercial Kit. This assay is based upon PCR and Gane Sequencing of  CEBPA (RefSeq NM_D04364).
The analytical sensitivity of the test allows detection of the mutation when the mutant clone comprises al least 18.20% of the total
genomic DA

Samplas mus! ba racelvad at the laboratory under appropriate conditions within 72hrs of aspiration to ansure preservation of high

molecular weoight DNA. PCR |5 a highly sensitive technique: reasons for apparently contradictory results may be due to improper quality
control during sample collaction, selection of inappropriate specimen and/or presence of PCR Inhibllors

Rasults of this test mus! always be intarpreled within the patient’s clinkcal context and in conjunction with other relevant data and
should not be used alone for a diagnosis of malignancy

Mote: This Test has boen doveloped and ity performance avalustod at Pathking Diagnostics Pvl. Lid

# FLT3 Mutation Detection
Sampie. Whole Rioont {114

FLT3(ITD & D835) Mutation Detection Assay (Qualitative)
Specimen: EDTA Whole Blood

Matho PCR & Gel Electropharesis
Mulutlm in: FLT3 gene (Ref Seq NC_000013.11)

Gana/ Exan Mutation Screened Effect of Mutation Malecular Status
FLT3/ Exon 14 ImD Fllh_ng_mllc Dietoctod
FLT3/ Exon 20 DA3S Falhnpm: Mot Detected

Result & Interpratation:
ITD Mutation was DETECTED in the FLT3gene of the sample provided,

Clinical Information

# This Tesshis mairkisd wilh () s are nat notredited by NaRL
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Client Processed By

Gurugram Pathkind Diagnostics PeL, Ltd.

Pathkind Diagnestics P, Lid, Plot No. 55-54. Udhyoq Vihar Ph-IV, Gurugram - 122015

Plot No. 55-54, Udhyos Vikar Ph-IV, Gurugram - 122015
Name : Mst. MAYANK MEHTA IRCH-305416 Billing Date : 05M10/202319:30:17
Ane 9 Yrs Sample Collectedon ;0571072023 11:00:55
Sox : Male Sample Recelved on ¢ 05/10/2023 19:36:40
P 1D Nao, ; P10001 00018251 Report Released on P 2NOVA02314:55:13
Accession Mo : 100023010696 Barcode No. 995326627, 995326626
Referring Doctor © DR SAMEER BAKSHI
Riferred By - Ref ni.

Report Status - Final

Test Name Result Blological Ref. Interval Unit

Resulls of this test must always be interpreted within the patient's clinical context and In canjunction with other relevant data and
should not be used alone for adiagnosis of malignancy,

# CEEPA Mutatlon Detection

Sample; Wixale Bioo FOTH

CEBPA Mutation Analysis

Specimen; EDTA Whaole Blood
Methadology: PCR & Sequencing
Mutations Screened in: Entire Coding Region of CEBPA gene (RelSaq NM_004364)

Nature of Mutation Effect of Mutation Molecular Status
None Mo effect on Prognosis Mo Mutatlon Detecied
Single Mutation Mo effect on Prognosis die
Double Mutation Positive affect on Progmosis Ll

Result:

Mo mutations wore detected (n the coding reglon of the CEBPA gane.

Clinlcal Infermation:

Acule myelold leukemias (AMLS) are a haterageneous group of disorders characterized by the clonal expansion of myalold blasts (eq,
undifferentiated myelold precursors) in the peripheral blogd, bane marrow, and/or athar Ussues, which rasults inimpairad
hematopolesis and bone marrow fallure

While cytogenalic aberrations detected al the lime of dlagnosis ara the most used prognostic lfeature, approximately 50% of AML cases
show a normal karyalypa, which 15 considerad an intermed ate-risk fealure, A comprahensive avalualion of several malecular markers
[eq. FLT3, NPT CEBPA, KIT IDHTand JIDRS is impaortant Tor risk assessmen | and prognostication in certaln patients with AML and may
guide freatment dacislons,

1. CEBPALCCAATfanhancer-binding pratain alpha) is a transcription factar important for myelold differentiation and supprassion of
profdiferation. CEBPA mutations define the provisional categary of “Acule Myelold Leukemia with mutated CESPA® in the 2008 WHO
Classification of Tumaors of Haematopalatle and Lymphold Tissues,

2, Mutations in CEBPA are found In 10-15% of cases of cytogenatically normal AML and are associaled with a favorable prognosis

# The Test/s markesd wilh (F) 1S aré nal accredited by NABL
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Client Processed By

Gurugram Pathkind Diagnostics Pl Ltd.

Pathkind Diagnestics Pel. Lid. Plot Mo, 55-56, Udhyog Vikar Ph-1V, Gurugram - 122005

Plat Mo, 55-54, Udhyog Vikar Ph-1V, Gurugram - 122015
MName + Mst. MAYANE MEHTA IRCH-305416 Billing Date 05002319 30:17
Ape 9 Yrs Sample Collected on o 05A052023 11:00:55
Sen ¢ Male Sample Received on ¢ 05072023 19:36:40
P ID No. ¢ P10007 0018251 Repart Released on ¢ 25010/2023 14:565:13
Accession No : 100023010694 Barcode No. ¢ DORIZGA2T, GO5326626
Referring Doctor : DR SAMEER BAKSHI
Referred By : Ref no.

Report Status - Final
Test Name Result Blological Ref. Interval Unit
Mutations Screenad in: Exon 12 of NPT gene (RefSeq NK_002520)
Gened Exon hutation Screened Effect of Mutation Molecular Status
NPAM TS Exon 12 hutations A, B & D thugenlc butation'A' Detected

Result & Interpretation:
Mutation 'A' was observed in exon 1.2 of NPAT gene.

Clinical Information:

Acute myeloid leukemias (AMLs) are a heferogeneous group of disorders characlerized by the clonal expansion of myeloid blasis (eg,
undifferantiated myaloid precursors) in the peripheral blood, bone marrow, andfor other lissues, which results inimpaired
hemalopoiesis and bone marrow lailura

While cytogenatic aberrations detecled at the time of diagnosis are the most used prognostic feature, approximately 50% of AML cases
show a normal karyotype, which is considered an inlermadiate-risk feature. A comprehensive avaluation of saveral malecular markers
[eg. FLT3, NPMT, CEBPA, KIT, IDHT and IDHS is important for risk assessment and prognostication in certain patients with AML and may
guide treatmenl decisions.

1. An NPM) alteration is a common finding in de novo AWML (25%- 30% of cases) and consisis of small insertion {lypically 4 base pair)
ar insertion/delation events invalving axon 12.

2. Threevarianis are highly recurrent, lermed types A B, and Dand together account for approximately 90% of 8PMTallerationsin de
nowd AML.

1. Thus, in patients with newly diagnosed AML, those with normal karyolype, no FLTIvariant, and a NPT alleration are considerad
to have a betller progrosis than patients in the same group with neoplasms lackinga NMNPAMTalteration

4. Furthermora, the presence of a NPMTalleration serves as a sansitive marker lor evaluating minimal disease and therapeutic
respansa following treatment

Mathodology, Test Attributes and Limitations:

Whale Blood DM A was extracted using commercial Kit. The Kit utilizes real-time quantitative PCR [qPCR)} double-dye oligonucleatide
hydrolysis principle, inwhich specific primers and an internal double-dye probe with a reporter and a guencher (FAM™-TAMBA™ ) Tar the
amplification reactions is being used. In addilion . a 3"-end modilied phosphale aligonucleatide i5 used thatl parfectly maichas the wild-
Lype NPMT gene and doas nol allow palymerization. This test is designed to detect NPM1-mulant transcripts of types A, B, and D only
Samples must be received al the laboratory under appropriate conditions within 72hrs of aspiration 1o ensure preservation of high
molecular weight DMA. PCRis a highly sensitive lechnigue: reasons for apparantly contradictory results may be due o improper qualily
cantrol during sample callection, selection ol inappropriate speciman and/or presence of PCR inhibitors

# The Test/s marked with (] |s are not accredited by NABL

Page Mo & al 9




Client Processed By

Gurugram Pathkind Diagnostics P Ltd.

Pathkind Diagnostics Pt Lid. Plat Mo, BE-5&, Udhyog Vikar Ph-1Y, Gurugram - 122015

Plat Mo. 55-56, Udhyog Vibar Ph-1V, Gurugram - 122015
Narme : Mst. MAYANK MEHTA IRCH-305416 Billing Date s 0BN0/202319:30:17
Age Vs Sample Collectedon @ 05/10/2023 11:00:55
SEX . Male Sample Received on o 051072023 19:36:40
P ID No. : P10001 00018251 Report Released on c 25M10/2023 14:55:13
Accession No 100023010696 Barcode No. . 995326627, 995326626
Referring Doctor @ DR SAMEER BAKSHI
Referred By - Ref no.

Report Status - Final
Test Name Result Biological Ref. Interval Unit
Methodology: RTPCR & Gel Electrophorasis
Translocation Screenad Effect of Mutation Malecular Status
PML-RARa/ £(15:17)(g22:913) Pathogenic Mot Detected

Result & Interpretation:
Thi hybrid transcript for PAL-RARS was not detected in the |eukocytes of the specimen.

Clinical Informalion:

PML-RAR3 or 1{15:17)(g22:q12) is a balanced reciprocal translocation between PMLgene on chromosome 15 & BARS gene on chromosome
17. This translocation is present in all cases of Acute Promyel ocytic Leukemia/ AML-M3 & stratifies the patients for treatmeant with ATRA
(all trams retinoie acid). At the genatic level, RARabreakpoints always accur inintron 2. PML breakpaoints may ocour in intron & (borl; 55-

57%), enon & (berd: 3-5%) or intron 3 (berd: 40%).
This test detects tha berl, ber2, and berd forms of The hybrid transcripl.

The result of this test should be interpreted in correlation with the clinical and hematological parameters observed

Mathodology. Tesl Alfribules and Limitations:

Whaole Blood RNA was extracted using commercial Kil. This assay is based on the qualitative estimation of presence ol PML-RARS hybrid
lranscripl. The analytical sensitivity of this Test allows detection of 1 leukamic cell carrying the abnormal transcripl in 10,000 normal
calls. This Testis designed for diagnostic evaluation of the said transeripl and should not be used for Monitoring purposas

Samples musl ba recaived at the laboralory under appropriate condilions within 4Bhrs of aspiration 1o ensure preservation of RNA.
PCR s ahighly sensitive lechnigue: reasons Tor apparently contradiclory resulls may be due lo improper quality control during sample
collection, selection of inappropriate spacimen and/or prasence of PCR inhibitors,

Note: This Test has been validated and its performance evaluated al Pathkind Diagnostics Pvt Lid
# NPM1 Mutatlon Detection
Sample: Whole Biood EDTA

NPMT Mutation Analysis

Specimen: EDTA Whole Blood
Methodology: Real Time PCR

# The Test's marked with (F) |s are nat accredited By MARL
Page Noc d ol @




Client Processed By
Gurugram Pathkind Diagnostics Pyl Lid,
Pathkind Diagnostics P, Lid Plol Mo, 66.56, Udhyog Vikae PhV, Gurugram - 12200156
Plot Mo, 55-54, Udhyog Vihae Ph-V, Gurugram - 122015
Mame : Mst, MAYANK MEHTA IRCH-306416 Billing Date o 0510v202319:30:17
Ago 9 ¥rs Sample Collected on v 080/ 2023 1100055
Sax : Male Sample Recelved on c08M0/2023 19 3640
P 1D Mo : P10D01 00018251 Report Released on v 25/10/2023 14:56:13
Accession No : 100023010696 Barcode Mo o 995326627, 995326626
Referring Doctor @ DR SAMEER BAKSHI
Referred By Refno
Report Status - Final
Test Mame Result Blological Ref. Interval Unit
Methodology: RTPCR & Gel Electrophorosis
[Transiocation Screened Effect of Mutation Moletular Status
CBFB-MYH11/ Inv16(p13g22) Pathogenic Not Detected

Result & Interpretation

The hybeld transcripl For CEFB-MYHT ] was nol datectod: hance the specimen |5 nagativa for inela mutation

It may be noted that this RTRCR assay |s dasignad o intarragate the prasanca of typa A, D and E fusion transcripts anly. A falsa negative
due to tha prasence of othar rara transcrlpts cannol be ruled oul

Clinical Information:

Paricantric inverslon of chromaosoma 1é, iny (16) (p13022) 15 found In B-9% casos of AML. It 13 most closely associatad with ARML-MA4ED. This
inversion results in tha fuslon of CEFEgana 1o smooth muscle myosin haavy chaln gena, MYHTL 5o far, 10 diffarent CEFE-AMYHI TTusion
tramscripts hava beon reporied. Mora than B5% casas hava the transcript A; typa D & E together raprasent another 10% cases, CBFE-MrH]]
or Inw (16) positive AMLS are considerad (o hava 8 good prognosi s with more than 50% casas reaching CR. This RTPCR assay |s dasignad to
invastigate tha presence of type A, O and E transcripts only

Tha result af this test should be interpreted In correlation with the clinical and hematalogical parameters observed

Mathodology, Test Atiributes and Limdtations:

Whole Blood RNA was extracted using commarcial Kit. This assay is based on the qualitative astimation of prosence of  CEFB-MYHTT
hybrid transcript. The analytical sens(tivity of this Test allows daetection of 1 leukem e cell carrying the abnormal ranscript in 100,000
normal calls. This Tast |5 deslgned for diagnostic avaluation of the sald transcripl and should not ba used for Monitoring purposas
Samplas musl ba recalved at the laboratory under appropriate conditions within 48hrs of asplration 1o ansure prasarvalion of RNA
PCR |5 ahighly sensitive technigue: reasens fer apparently contradiclory rosults may bo due Lo impropar quality control during sample
collaction, salection of inappropriate spaciman and/or prasance of PCR inhibllors

Mote: This Test has bean validatad and its performance avaluatad ol Pathkind Diagnostics Pyl Lid

# PML-RARA 1(15:17) RTPCR Qualitative

Sarmphe: Fisols Moo (174

PML-RARa Qualitative Assay

Spacimen type: EDTA P Bld

# Thia Tesd/s markod with (7] (5 are not accradited by Nl
Page Mex 10l 0



Client Processed By
Gurugram Pathkind Diagnostics Pvl. Ltd.
Pathkind Diagnostics Pl Lid, Plat Mo, 55-54, Udhyog Vikar Ph-IV, Gurugram - 122015
Plat Ko, B5-54, Udhyog Vikar Ph-IV. Gurugram - 122015
Name + Mist. MAYANK MEHTA IRCH-305416 Billing Date  05/10/202319:30:17
Age 9 s Sample Collectedon @ 05/10/2023 11:00:55
S ¢ Malia Sample Received on ¢ 05M10/2023 19:36:40
P ID Mo. : P1000100018251 Report Released on o 25/10/2023 14:55:13
Accession Mo : 100023010696 Barcode Mo. L 995326627, P95326626
Referring Doctor :© DR SAMEER BAKSHI
Rsfarrod By - Refna.
Report Status - Final
Test Name Result Blological Ref. Interval Unit
AMLT-ETO (RUNXT-RUNXTTT) Qualitative Assay
Specimen type: EDTA P Bld
Methodology: RTRCR & Gel Electrophoresis
Translocation Screened Effect of Mutation Muolecular Status
AMLI-ETCY t(8:21){g22:q022.1) Pathogenic Not Detected

Rosult & Interpratation:
Thiz hybrid framscript for AMLT-ETOwas not detected in the leukocytes of the specimen.

Clinical Information:

AMLI-ETOor 1{B:21)(922:922.1) is a balanced reciprocal translocation belwesn AML] gene on chromasome 21 and ETO gene on
chromosome 8. 1115 abserved in 5-12% cases of AML and most closaly associated with AML-M2, though it may rarely be saen in AML-M1 or
M4, Immunophenatyplcally, a close association has bean reported between axprassion of CO19 in AML and occurrence of AMLT-ETO
translocation, Al the ganalic lavel, AML) break paints are localed within intron & and ETO breakpoint occur upstream af axon 2. Presence of
the translacation denolas a good prognosis and patients often achiave CR in B5-90% cases

The result af this test should be interpreted in correlation with the clinical and hematalogical parameters obsarvad

Methodology. Test Altribules and Limitations:

Whole Blood RNA was extracted using commercial Kit. This assay is based on the gqualitative astimation of presence of AMLI-ETO hybrid
transcripl. The analytical sensitivity of this Test allows detection of 1 leukemic cell carrying the abnormal transeript in 100,000 normal
cells This Testis designed lor diagnostic evaluation of the said transcripl and should not be used for Monitoring purposes

Samples must ba racéived at the laboratory under appropriate conditions within 4Bhrs of aspiration 1o ensure praservation of RNA,
FCRis ahighly sensitiva technique; reasons for apparently contradictory results may be due to impropar quality control during samiple
callaction, salection of inappropriale spacimean and/or prasance af PCR inhibitars,

Mote: This Test has bean validated and its performance evaluated al Pathkind Diagnostics Pvt Lid

# Inv(16) RTPCR Qualitative
inv16{ CBFB-MYHTT) Qualitative Assay

Specimen type: EDTA P Bld

# The Test/s marked with (£ is are nob accredited by NABL

Page Mo 20l 9




Client Frocessed By
Gurugram Pathiind Diagnostics Pyl Lid.
Fathkird Diagnostics Pyt Lid, Plot Mo. 55-56, Lidhyog Vihar Ph-1V, Gurugram - 122015
Plot Ko 55-56, Udhyog Vihar Ph-IV, Guregram - 122015
Name : Mst. MAYANE MEHTA IRCH-305416 Billing Dale : 05/10/202319:30:17
Age L9 ¥rs Sample Collectedon :© 05/10/2023 11:00:55
i : Male Sample Received on ¢ 051072023 19:36:40
P 1D No. : P10007 00018251 Repart Released on ¢ 20M10V2023 14:55:13
Accession Mo : 100023010696 Barcode No ¢ 995326627, 995326626
Referring Doctor : DR SAMEER BAKSHI
Reternsd By Rief mo.
Report Status - Final
Test Name: Result Biological Ref. Interval Unit
AML Prognostication Panel
Hemat Disorder Karyotyping
Case Information
Sample Type : WB-Heparin Case 1D : CG23-HM-292
Banding Method : GTG Banding Banding Resolution : 450-550

Referral Reason @ 7 AML

No. of Cells Scored : 0s
No. of Cells Karyotyped 05
Result Karyolype 46, XY]5]

Interpretation : A malé karyotype with normal chromosomi complement

Comment : Within the [imits of standard cytogenetic methodologies for unstimulated cell culture, the karyotype shows normal G-
banding pattern with apparently normal chromosome structure. The result is consistent with normal chromosome complement. Low

grade mosaicism and cryptic translocations cannot be ruled out due to low metaphase count
Recommendations : Nil

Limitations.
* The clinical inferprefation of any fest reswt showd be evaluated within the context of the patient’s madical history and
other aiagnostic laboratory test reswis
* Low grade mosalcm cannol be ruled out
AML-ETO1 t(8:21) RTPCR Qualitative
: Wifrove Sinod EDTA
Msthod ATPCR & Flectrapharesss

Page Neo 10l 8




